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FIGURE 1 

SEQ ED NO:l 

1 MKTFTWTLGV IjFFIiIiVDTGH CRGGOFKIKK INQRRYPRAT DGKBBAKKCA YTFLVPBQRI 
61 TGPICVNTK G QDASTIKDMI T RMDLENLK D VLSRQKREID VLQLWDVDG NIVNEVKL LR 
121 KESRNMNSRV TQLYMQLLHE 1 I RKRDNSLE LSQLENKILN VTTEMLKMAT RYRELEVKYA 
181 SLTDLVNNQS VMITLLEEQC LRIFSRQDTH VSPPLVQWP QHIPNSQQYT PGLLGGNEIQ 
241 RDPGYPRDLM PPPDLATSPT KSPFKIPPVT FINEGPFKDC QQAKEAGHSV SGIYMIKPEN 
301 SNGPMQLWCE NSLDPGGWTV IQKRTDGSVN FFRNWBNYKK GFGNIDGEYW LGLENIYMLS 
361 NQDNYKLLIE LEDWSDKKVY AEYSSFRLBP ESEFYRLRLG TYQGNAGDSM MWHNGKQFTT 
421 LDRDKDMYAG NCAHFHKGGW WYNACAHSNL NGVWYRGGHY RSKHQDGIFW AEYRGGSYSL 
481 RAVQMMIKPI D 

SEQ ID NO:2 

1 GQFKIKKINQ RRYPRATDGK EEAK KCAYTF LVPEQRITGP ICWTKG QDA STIKDMITRM 
61 DLENLKDVLS RQ KREIDVLQ LWDVDGNIV NBVKLLRKES RNMNSRVTQL YMQLLHEIIR 
121 KRDNSLELSQ LENKILNVTT EMLKMATRYR ELEVKYASLT DLVNNQSVMI TLLBEQCLRI 
181 FSRQDTHVSP PLVQWPQHT PNSQQYTPGL LGGNEIQRDP GYPRDLMPPP DLATSPTKSP 
241 FKIPPVTFIN EGPFKDCQQA KEAGHSVSGI YMIKPENSNG PMQLWCBNSL DPGGWTV I QK 
301 RTDGSVNFFR NWENYKKGFG NIDGEYWLGL ENIYMLSNQD NYKLLIELED WSDKKVYAEY 
361 SSFRLEPESE FYRLRLGTYQ GNAGDSMMWH NGKQFTTLDR DKDMYAGNCA HFHKGGWWYN 
421 ACAHSNLNGV WYRGGHYRSK HQDGIFWAEY RGGSYSLRAV QMMIKPID 

SEQIDNO:3 

1 GQFKIKKINQ RRYPRATDGK EEAK KCAYTF LVPBQRITGP ICVNTKG QDA STIKDMITRM 
61 DLENLKDVLS RQKR 

SEQ ID NO:4 

1 CAYTFLVPEQ RITGPICVNT KQ QDASTIKD MIT RMDLEN LKDVL3RQKR 
SEQIDNO:5 

1 GQFKIKKINQ RRYPRATDGK EEAK KCAYTF IiVPEQRITQP ICVNTKG QPA STIKDMITRM 
61 DLENLKDVLS RQ KREIDVLQ LWDVDGNIV NEVKL LRK 

SEQIDNO:6 

1 CAYTFLVPEQ RITGPICVNT KG QDASTIKD MIT RMDIiENL KD VLSRQ KRE IDVLQLWDV 
61 DGNIVNKVK L LRK 

SEQIDNO:7 

1 CAYTFLVPEQ RITGPICVNT K 



1/2 



WO 2005/003782 



PCT/EP2004/007048 



FIGURE 2 



CLUSTAIi W (1.82) multiple sequence alignment 



SEQ ID NO: 5 GQFK IKKINQRRYP RATDGKBBAKKCAYTFLV 

Q9JJ03 MRPLCMTYWWLGLIiATVGAVTGPEADVEGAEDGSQREYIYljNRYKRAGBSPDKCrYTPIV 
* .**.* * . . *...**t***:* 



SEQ ID NO: 5 PBQRITGPICVNTKGQDASTIKDMITimDLEmKDVI^RQKREIDVLQI.VVDVDGNIVNE 
Q9JJ03 POXJRVTGAICVNSK-EPEVHLENRVHKQELEIiIiNNELLKQKRQIETLQQLVEVDGGIVSE 



SEQ ID NO: 5 VKLLiRK 
Q9JJ03 VKLVRK 
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